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Genetic risk of hepatocellular carcinoma in patients
with hepatitis C virus: A case control study
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C BUEBVERFAR B 5 IR (HCCO)~DHEEDJFFN D 1 5L LT single nucleotide
polymorphism(SNP) % & & 7= BRI A B 2 bivd, Al HEICEER T IR S
EHIE S 1 SNP & 3 & ORI SV TR L7z,

C BHEMFR T, HCC ZHIE L7 265 N & FIEL TV 7eu 203 A& k5L LT, 81 D
A BART-12 2\ T SNP T 21T > 7=,

SNP fi#HTIZ T, 2 E TIHE S Tvb MDM2, ALDH2 {2/l 2. T CCND2, RAD23B,
CEP164, GRP78 ® 6 fl®> SNP 7% HCC RJE (2B 5- L T iz, FIEFNZ F TSNP O risk
genotype @ Odds Ratio (OR) % J & 4> 72 multiplied OR (MOR) %% L SNP @
BREMBE KT L2 & 2 A, MOR fi1Z HCC J8JiE & QAR R RICICBE L TUh e,

PLEX Y, CCND2, RAD23B, GRP78, CEP164, MDM2, ALDH2 @ SNP 7%, C %4
9D HCC FIE M ONBIEE IR G- L CW DA RIE ST,
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AHRETIE, 2004 5 2009 FOBICRILAZRERUVEERRICAR
L7z C BB XEET, FEREERELE 265 AEREL TV 203
AEMRELT, FRELOBESFHEINS 81 OEHEGCFO—IEESE
(SNP)EFFRECOBECDODVWTERLE, TOER, ChETICHESEsH T
% MDM2 % ALDHZ [Zhl2 T CCND2, RAD23B, CEP164, GRP78 M3t 6 D
SNP i RZBICBAL TEEILENHA L EH/EMC LI, B4 D SNP O risk
genotype M7 v XtEi% 1.64 5 3.45 £d<iah oM. honidy Xt
ZRTEHLELEMOR)ZANVSEICLUFRECEABRERBROGYAVE
DRVIAHDAIETHELERLE, FRAAOER, BEAICEITS C B
HERFRDSDHARBELAEERBRICEDS SNP #EBSMICLESICB
THEHIEBRTH D LB,
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